
Figure S1. MALDI-TOF MS spectra of 20 beads from peptoid library I, XXXXX(Nmeg)4

 

RM-

 
resin, synthesized on 90- m TentaGel S NH2

 

resin (Trial #1 in Table 1). PED was performed at 
1:3 PITC/Fmoc-Cl ratio.
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Figure S2. Representative MS spectrum of a known peptoid of the sequence Nphe-Nlys-Nglu-

 
Nser-Nleu-LNBBRM*.  Peaks labeled with �“a�”

 

represent m/z �–

 

101 peaks due to incomplete 
synthetic incorporation of Nser; �“b�”

 

indicates m/z + 85 peaks arising from peptoid synthesis; �“c�”

 
indicates m/z + 14 peaks arising from methylation.  Synthesized on 90- m TentaGel S NH2

 

resin. PED was performed at 1:5 PITC/Fmoc-Cl ratio.
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