Serine B-lactamases Structural Phylogeny
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Organism

Escherichia coli (plasmid)
Proteus vulgaris K1
Bacillus licheniformis
Pseudomonas aeruginosa
Citrobacter freundi

Pseudomonas aeruginosa (horizor
transfer)

Mycobacterium fortuitum
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Escherichia coli (plasmid)
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Escherichia coli
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Enterobacter cloaceae

Staphylococcus aureus

Pseudomonas aeruginosa
Klebsiella pneumoniae
Burkholderia gladioli



